REMARKS 

Upon entry of these amendments, claims 21-38 are pending. Claims 1-20 are canceled 
without prejudice. Applicants reserve the right to pursue any canceled subject matter in a related 
application. Supports for new claims can be found in the specification and the claims as 
originally filed. For example, support for new claims 21-29 can be found in the specification, 
e.g., at page 6, lines 23-27; support for new claim 30 can be found in the specification, e,g., at 
page 116, line 1, to page 123; support for new claim 31 can be found in the specification, e.g., at 
page 6, lines 5-22; support for new claim 32 can be found in the specification, e.g., at page 6, line 
39, to page 7, line 13; support for new claim 33 can be found in the specification, e.g., at page 4, 
lines 7-13; support for new claims 34-36 can be found in the specification, e.g., at page 7, lines 
29-33; and support for new claims 37-38 can be found in the specification, e.g., at page 28, lines 
8-15. No new matter is introduced. 

The Examiner has required an election under 35 U.S.C. § 121 of one of the following 
inventions: 

L Claims 1-3 and 15 drawn to an isolated polypeptide, a composition comprising a 
polypeptide and a kit comprising the said composition, classified in class 530, 
subclass 350. 

n. Claims 4-9, drawn to a method of determining the presence of polypeptide, 
classified in class 435, subclass 7.1. 

in. Claim 10, drawn to a method for screening for a modulator of activity comprising 
administering a compound to a recombinant animal, classified in class 800, 
subclass 3. 

IV. Claims 11-12, drawn to an antibody, classified in class 530, subclass 587.1. 

V. Claims 13-14 and 17-20, drawn to a nucleic acid molecule, a vector comprising a 
nucleic acid molecule, a cell comprising a vector comprising a nucleic acid 
molecule and method of producing a polypeptide, classified in class 435, subclass 
69.1. 
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VI. Claim 16 drawn to a method of treating a pathological state in a mammal, 
classified in class 514, subclass 12. 

The Examiner contends that Groups I - VI are distinct, each from the other. 

The Examiner additionally requires that Applicants select an amino acid/nucleic acid 
sequence that is consonant with the elected invention. 

In response, Applicants hereby elect the invention of Group V, Claims 13-14 and 17-20 
(new claims 21-38), drawn to a nucleic acid molecule, a vector comprising a nucleic acid 
molecule, a cell comprising a vector comprising a nucleic acid molecule and method of 
producing a polypeptide, classified in class 435, subclass 69.1. 

Applicants also hereby provisionally elect, with traverse, a nucleic acid sequence 
encoding a polypeptide comprising an amino acid sequence of SEQ ID NO: 104. 

With respect to the Examiner's request of electing a single amino acid/nucleic acid 
sequence, Applicants respectfully traverse and request that the requirement be withdrawn. 

The Examiner's attention is invited to M.P.E.P. § 803.04 (Eighth Edition, August 2001, 
revised May 2004) 

It has been determined that normally ten sequences constitute a reasonable number for 
examination purposes. Accordingly, in most cases, up to ten independent and distinct 
nucleotide sequences will be examined in a single application without restriction. In 
addition to the specifically selected sequences, those sequences which are patentably 
indistinct from the selected sequences will also be examined. 

Thus, at least ten (10) sequences should be examined in the instant application. 
Moreover, as shown in page 116, line 1, to page 127 of the specification, SEQ ID NOs: 100, 102, 
104, 106, 108, 110, 112, and 114 all represent variants or fragments (e.g., cytoplasmic domain) 
of the NOV9 gene. ClustalW alignments of the N0V9 variants and fragments are shown in 
Appendix A and B (attached hereto). Applicants submit that to search these sequences together 
would not be a serious burden on the Examiner. The M.P.E.P. § 803 (Eighth Edition, August 
2001, revised February 2003) states: 
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If the search and examination of an entire application can be made 
without serious burden, the examiner must examine it on the merits, 
even though it includes claims to independent or distinct inventions. 

Thus, Applicants request that all the nucleic acids encoding SEQ ID NOs: 100, 102, 104, 
106, 108, 110, 112, and 114 be elected. In the alternative. Applicants request that election of a 
single SEQ ID NO be considered a species election, and the remaining SEQ ID NOs of the 
N0V9 gene be re-entered into the genus once the elected sequence is deemed allowable. 
Applicant retains the right to petition from the restriction requirement under 37 C.F.R. §1.144. 

Upon the allowance of a generic claim. Applicant will be entitled to consideration of 
claims to additional species which are written in dependent form or otherwise include all the 
limitations of an allowed generic claim pursuant to 37 C.F.R. § 1.141. 



Applicants respectfully request that the amendments and remarks made herein be entered 
and made of record in the file history of the present application. Applicants respectfully submit 
that the pending claims are in condition for allowance. If there are any questions regarding these 
amendments and remarks, the Examiner is encouraged to contact the undersigned at the 
telephone number provided below. 



CONCLUSION 



Respectfully submitted, 



Date: 



January 26, 2005 




Mei L. Benni 



(Reg. No.) 



CuraGen Corporation 



555 Long Wharf Drive 
New Haven, CT 06511 
Tel: (203) 974-6306 
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dix A: ClustalW Alignment of NOV9 Variants 

15! 

CG560084)6 1 MOKPI 5 

SHP13376563 — 

OG360QS41S •** 

•** 

CX3S6D(B4B 1 MOAAAOWLROAAPOPROSQSNETTAC SRLVE I S RRHQWA RSEPSOPPVWHQTCARO RA VO 60 

311531751 1 iHJliWiJjfJ.fiJAAiJaHJ^tMJATdllh^itlWP 33 

CG 56008-02 1 i M alYtt^J^^^JaSniSRHIITH*??^^ 33 

CO560Q34K 6 PHPL LQ LPS TfJ;r^«yJBM«»»J;l» A'Jbjfl3iliJl!tf5l?Hgn^^ 65 

SHP13376562 1 f^fJaMW^-llWl^tJ.lP wA J»JIJJl! Jf ;flJ Ji^A J jl4i4J^iy jJ«iiKJilBjliJ 51 

OG5«oas^ ii:<M;*»»cyiB w ■ w i tai M !Jf;fl J A i j jJH J!CT5RtirHifl!iB 51 

(xxoo&w laf aaiJMai jinn« wa* tiai:t3il!Jf JIJ i J j iiU J^CTaPtlffiTrolB 51 



311531751 34 

OG560034D 34 

CGX0ai4» 66 

SNP12376562 52 

CO560084J5 52 

CG56D0S-O4 52 

coseooum ni 



TRQyHLQQLFYRYGENMSLSVEGFRKLLQNIGI DKIKR I H I HHDHDHH S DHEHHS DH E RK 
TRQYHLQQLFYRYGENHSLSVEGFRKLLQNIGI DKIKR 1 H I HHDHDHH S DHEHHS DH E RK 
TRQYHLQQLFYRYGENHSLSVEGFRKLLQNIGI DKIKR I H I HHDHDHH S DHEHHS DH E RH 
TRQYHLQQLFYRYGENHSLSVEGFRKLLQNIGI DKIKR I HIHHDHDHHSDHEHHSDHERH 
TRQYHLQQLFYRYGENHSLSVEGFRKLLQNIGI DKIKR I H I HHDHDHH S DHEHHS DH E RK 
TRQYHLQQLFYRYGEMHSLSVEGFRKLLQNIGI DKIKR I H IHHDHDHH S DHEHHSDH E RH 
TRQYH LQOLFYRYGEHHSLSVEGFRK LION IGI DKIKR I HIHHDHDHHSDHEHHSDHE RH 



3115317M 94 

005008412 94 

OOMKBJK 126 

aiP1337650 112 

0056008415 112 

OG5600S4>4 112 

OO5600S4)3 ISl 

311531751 154 

OG560OS4J3 154 

00560084)6 186 

SMP13376562 172 

CG5600S4)5 172 

CG560084)4 169 

CG560084I3 223 



S DH E H H S DH E HH S DHDHH S HHH H A A S G KNK RK A L C P D H D 3 D3 S GKDP R N S QG KGAH R P E H 
SDHEHHSDHEHHSDHDHHSHHHHAASOKNKRKALCPDHD SDSSGKDPRNSQGKOAHRP EH 
SDHEHHSDHEHHSDHDHHSHHNHAASGKNKRKALCPDHD SDSSGKDPRNSQGKGAHR? EH 
SDHEHHSgHEHHSDHDHHSHHMHAASGKNKRKALCPDHD SDSSOKDPRNSQGKGAHRP EH 
SDHEHHSDHEHHS DHDHH S HHHHAAS G KNKRKALCPDH D SDSSGK D PRHSQGKG A HRP EH 
s DH E H H s DH ^!T3:^ s tTHST^Sl s iTgaslTOTJt G ^TOW.V.'i .UJiflMp 

S DH E H H S DH E HH S DHDH H S HHN H A A 



FEG- 



■ L^ELST - - gv'A)VFC(OE L F 



ASGRRNVKDSVSASEVTSTVYNTVSEGTHFLET I ETPRPG 
ASGRRNVKDSVSASEVTSTVYHTVSEGTHFLET I ETPRPG 
ASGRRNVKDSVSASEVTSTVYNTVSEGTHFLET I ETPRPG 
ASORRHVKDSVSASEVTSTVYHTVSEGTHFLET I ETPRPG 
ASGRRHVKDSVSASEVTSTVYIJTVSEGTHFLET 1 ETPRPG 



311531751 211 

00560084)2 211 

CG560O84I6 243 

SKP13376562 229 

00560084)5 229 _ 

OO560aS4H 222 O 

0056008413 388 V 




KLFPKDVSSSTPP S VTS 
KLFPKDVSSSTPPSVTS 
KLFPKDVSSSTPPSVTS 
KLFPKDVSSSTPP S VTS 
KLFPKDVSSSTPP S VTS 



-VBirWALSAMLAyLOMAS 221 



- LHTaV'AVFCH^ELPHELGI^FAVLUCAGMiiVlCQ'A!- ^..^ 

5 F Ai3L LK AGM{rjVKQA:VlJ25AigA MLAgflsMA TG I F I E^iYAENVSMWEFgLiiAO L F MY 287 



QECFNA SK 
QECFNA SK 
QECFNASK 
QECFNASK 
QECFNA SK 



lF[io^gEH^^^ 

§LaDN^PEMLHB@SDHGOSHio||F F IX^iQAOML LOEio I MLifll FE 




YLCP A I INQ IDARSCLIHTSEKKAE I P PKT Y S L Q I AWV G G F ! Al S I ISFLSLLGVILVPL 
YLCPA I INQ IDARSCLIHTSEKKAE I PPKTYSLQ^ ' 
YLCP A I INQ IDARSCLIHTSEKKAE I P PKT YS L Q I AV/V G G F 1 Al S H S F L S L LGV I L V P L 
YLCPA I INQ IDARSCLIHTSEKKAE I P PKT YS L Q I AWV G G F 1 AI S I I S F L S L LGV I L V P L 
YLCPA I INQ IDARSCLIHTSEKKAE I ? PKT YS L Q I AWVG G F I AI S I I S F L S L LGV I L V P L 



00560084)4 282 OFO I ML«UJ S QfEH K I VFRU NF 302 

0056008413 348 S PP3K P P S S Q SQP A'LaSGGA§?C RRRH S0LD0DE<3 - - - • 382 



WHRVF FKFLLSFLVALAVGTLSGDAFLHLLPHSHASHHH S HSHEEPAM EMKRGPLF S H L S 
MNRVF FKFLLSFLVALAVGTLSGDAFLHLLPHSHASHHH S HSHEEPAM EMKRGPLF S H L S 
MNRVF FKFLLSFLVALAVGTLSGDAFLHLLPHSHASHHH SHSHEEPAMEMKRGPLF S H L S 



SQNI EESAYFDSTWKGLTALGGLYFMFLVEHVL TL IKQFKDKKKKNQKKPEKDDDVE I KK 
SQN I E E S AY FDS TWICGLT ALGOL YFMF LVEHVL T L I KQF KDKfCKinJQK K P ENDDDV E I KK 
SON I E ESAYFDSTWKGLT ALGOL YFMFLVEHVL TL IKOFKDKKKKNOKKPENDDDVE I KK 



311331751 331 

OO560084D •** 

0056008416 363 

SHP13376563 349 

005600840 349 
OO560084M 
00560084)3 

311531751 391 
00560084)2 

CG560084I6 423 

SHP13376562 409 

00560084)5 409 

00560084)4 •** 
CO5600W)3 



311531751 451 MM«'iJJtlBAj!i Jalk'iAiiT 

00560084)2 — 

00560084)6 483 

SNP13376562 469 

CG560084)5 469 

CO560084>4 •** 

CG560084)3 — 



311531751 
00560084)2 *** 
CC560084)6 543 
SNP13376562 529 
00560084)5 529 
OO560084M 
0056008413 



msB 3)0 



QLSK YESQLSTNEEKVDTDDRTEGYLRADSQEP SHFDSQQPAVLEEEEVMI AHAHPQE vv 
QLSK YESQLSTNEEKVDTDDRTEOYLRADSQEP SHFDSQQPAVLEEEEVMI AHAHPQEVY 
QLSK YESQLSTNEEKVDTDDRTEGYLRADSQEP S H FD S QQ PAVLEEE E VMI AHAHP Q E V Y 



l.l.l»lith!lil.WitillKiiiili<iMililHiiM!M,1:Vi.-i:l 



N EY V P RGCKNKCH S HFHDTLGQS DDL I HHHHDYH H I L HH HHHQNHHPH S H SQRYS REEL 
NEYV P RGCKNKCH S HFHDTLGQS DDL I HHHHDYHH I LHHHHHQNHHPH S HSQRYS RE E LK 
NEYVP RGCKNKCH S HFHDTLGQS DDL I HHHHDYH H I L HH HHHQNHHPH S H S QRYS R E E LK 



311531751 771 iiM»iW*iyA^>^;tTO;mi?toinn3:nigiroa^^ 

00560084)2 •** - , - - 

00560084)6 603 tiWti*f:liJf\>.'iflLJiaM»!ri L iil?ti.'<irtiir^ig ACT 

SNP13376562 589 

00560084)5 589 | 

00560084)4 — 
0056008^ 



DAGVATLAWMVIMGDGliHNFSDGLAI G 

dagvatlawmvimgdgiJhnfsdglai G 

D AG V A T L AWMV I MG DGilH N FS DG L A I G 



311531751 
0056008432 

00560084)6 663 

SNPt3376562 649 

00560084)5 649 

OO560O84M •** 

0056008413 *~ 



KAGMT VKQAVLYNALSAMLAYLGMATGIFIGHYAENVSMWIFALTAGL FMYVALVDMVPE 
KAGMT V KQA VLYH ALSAMLAYLGMATG I FI GHYA ENV SMWI F ALT AOL FMYVALVDMVPE 
KAGMT VKQAVLYNALSAMLAYLGMATGIFIGHYAENVSMWIFALTAGL FMYVALVDMVPE 



311531751 691 
CG560084)2 

00560084)6 723 

SHP13376562 709 

00360084)5 709 

00560084)4 *** 
OG56008413 



MLHNDASDHGCSRWGYFFLQNAGMLLGFGIMLL 1 S I F EH K I VFRi HF 
MLHNDASDHGCSRWGYFFLQNAGMLLGFOIMLL 1 S I F EH K I VFRI NF 
MLHN D A S DHGCS RWGYF F LQNAGML L G FG I MLL I S 1 F EH K 1 V FR I NF 



769 
755 
755 



^tST AVAILABLE COPY 



Appendix B: ClustalW Alignment of N0V9 Variants CG56008-03 (SEQ ID NO: 102) 
and CG56008-04 (SEQ ID NO: 104) 



CG36008-03 


1 


CG56008-04 


*** 


CG560084I3 


61 


CG56008-04 


1 


CG56008-03 


121 


CG560tB-04 


52 


CG56008^ 


181 


CO56008-04 


112 


CG56008-03 


213 


CG56008-04 


172 


CG56008-03 


273 


CG56008-04 


232 


003600840 


333 


CG360084)4 


292 



G A A AGWLRG A AP G PROS QS METTACSRLVEIS RRHQ WARS E PSGPP V WNQTCARGRAVG 
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QRGRGDEGA MARKLSVILILTFALSVTNPLHELKAAAFPQTTEKISPNWESGINVDLAIS 
MARKLSVILILTFALSVTNPLHELKAAAFPOTTEKISPNWESGINVDLAIS 



T RQ YHLQQL F YRYG ENNS LS V EGF RKL L QNIGIDKIKRIHIH HDHDHH S DHEHH S DHERH 
T RQ YHLQQL F YRYG ENNS LSVEGFRKLLQNIGIDKIKRIHIH HDHDH H S DHEHH S DHERH 



SDHEHHSDH 
SDH EHHSDH 



EHggDHD] 

hpsShsq] 



GLSTSVAVFCHELPHELGDFAVLLKAGMTVKQAVLYNALSAMLAYLGMATGIFIGHYAEN 
GLSTSVAVFCHELPHELGDFAVLLKAGMTVKQAVLYNALSAMLAYLGMATGIFIGHYAEN 



V SMWI F ALT AGLFMSVALVDMVPEMLHNDASDHGCS jaWGYF F LQNAGMLLGFG I MLLI S I 

vsmwifaltaglfmSvalvdmvpemlhndasdhgcs WGYFFLQNAGMLLGFGIMLLISI 



FEHKIVFRINFNS PSSPPPKPPSSQSQPALLSGGAERCRRRHSGLDGDNG 
FEHKIVFRINF 



120 
51 

180 
111 

212 
171 

272 
231 

332 
291 

382 
302 



BECT AVAILABLE COPY 



